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3, <110> APPLICANT; Gout, Ivan 

4 Kara, Kenta 

5 Waterfieid, Michael 

6 Yonezawa, Kazu 

7 Ludwig Institute for Cancer Research 

9 <120> TITLE OF INVENTION: Identification and Functional Characterization of a 

10 Novel Ribosomal S6 Protein Kinase 

12 <130> FILE REFERENCE: 4 0 7 50 - 50 0 2 -US 

C--> 14 <140> CURRENT APPLICATION NUMBER: US/09/762,258 

C--> 15 <141> CURRENT FILING DATE: 2001-02-05 

17 <150> PRIOR APPLICATION NUMBER: PCT/US99/17 595 

18 <151> PRIOR FILING DATE: 1999-08-04 

20 <150> PRIOR APPLICATION NUMBER: 60/095,268 

21 <151> PRIOR FILING DATE: 1998-08-04 
23 <160> NUMBER OF SEQ ID NOS : 8 

25 <170> SOFTVVARE: PatentIn Ver . 2.0 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 1816 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Homo sapiens 
32 <220> FEATURE: 

3 3 <221> NAME/KEY: CDS 

34 <222> LOCATION: (77).. (1561) 

35 <223> OTHER INFORMATION: p70(beta) S6 Kinase gene 

37 <400> SEQUENCE: 1 

38 gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga gagagagaga 60 

40 gagagactcg tgccga atg gca cga ggc cga egg gcc cgc ggg gcc ggc gcc 112 

41 Met Ala Arg Gly Arg Arg Ala Arg Giy Ala Gly Ala 

42 1 5 10 

44 gcc atg gcg gcc gtg ttt gat ttg gat ttg gag acg gag gaa ggc age 160 

45 Ala Met Ala Ala Val Phe Asp Leu Asp Leu Glu Thr Glu Giu Gly Ser 

46 15 20 25 

48 gag ggc gag ggc gag cca gag etc age cec gcg gac gca tgt ccc ctt 208 

49 Glu Gly Glu Gly Glu Pro Glu Leu Ser Pro Ala Asp Ala Cys Pro Leu 

50 30 35 40 

52. gee gag ttg agg gca get ggc eta gag cct gtg gga cac tat gaa gag 256 

53 Ala Glu Leu Arg Ala Ala Gly Leu Glu Pro Val Gly His Tyr Giu Glu 

54 45 50 55 60 

56 gtg gag ctg act gag ace age gtg aac gtt ggc cca gag cgc ate ggg 304 

57 Val Glu Leu Thr Glu Thr Ser Val Asn Val Gly Pro Glu Arg lie Gly 

58 65 70 75 

60 ccc cac tgc ttt gag ctg ctg cgt gtg ctg ggc aag ggg ggc tat ggc 352 

61 Pro His Cys Phe Glu Leu Leu Arg Val Leu Gly Lys Gly Gly Tyr Giy 

62 80 85 90 

64 aag gtg ttc cag gtg cga aag gtg caa ggc acc aac ttg ggc aaa ata 400 
6 5 Lys Val Phe Gin Val Arg Lys Val Gin Gly Thr Asn Leu Gly Lys lie 
66 95 100 105 
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277 485 490 495 

280 <210> SEQ ID NO: 3 

281 <211> LENGTH: 2346 

282 <212> TYPE: DNA 

283 <213> ORGANISM-: Homo sapiens 

285 <220> FEATURE: 

286 <221> NAME/KEY: CDS 

287 <222> LOCATION: (28).. (1602) 

288 <223> OTHER INFORMATION: p70 (alpha) S6 Kinase gene 
290 <400> SEQUENCE: 3 
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